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(Biomolecular interaction system)
A, Features
1. A EAEA 457 248 1drop B 1 vials 22 £4
2. Biolayer Interferometry (BLID) 7]% X3 Surface Plasmon Resonance(SPR) 7|&
3. glo]2 Bz AAZF 2 FYF AR B4
4. N 89 affinity, kinetics, % Fx2] AR AF
5. B FHe EAL {3, wEA
6. N8 Ao Aol Hon, Alg AEFo] FE (4 uL/sample = 2 ul-350 ul/sample)
7. vlolQ Al o] A 2z} A8 Ao HYG B4 Jbe
B. Configuration
1. el A2 1 set. 2. vl~38 AFE A" 1 set

o Al2]: Protein A sensor, 36/tray 1 tray; Sample Dilute solution 1 kit; Human IgG
sample 1 vial
C. Specifications
1. 22 92 : Bio-Laver Interferometry (BLI) ¥ Surface Plasmon Resonance(SPR)
2. Biosensor Z%: Disposable, single-use fiber optic biosensors, Amine Reaction,
Anti-Human FC capture, Ni-NTA, Protein A, Protein G &
3.8 7k AR 1) AAZF Kinetic™ affinity analysis — kobs, ka, kd, KD gt &4
2) @9d gk 4, 3) 993 {5 g4l
4. dlo]g E A W : 1) Plots displaying kinetic binding, equation fits, andresiduals of fits
2) Table kinetic data and data charts
221715 Al8 : >10 Ka Protein, antibody etc
aE ”(}’91 : 1 drop =& 2 channel
2 4 yl/ drop v 2-350 ul
Orbital Flow %# : 100-2200 rpm %=+ o]4
Ag @ BAA7F 1) hlgG quantitation in 2 minutes for 1 samples,
2) Real-time kinetic binding experiments from 5 minutes to 4 hours for kinetic analysis
10, Az B4 ¥ 1 1) 1 ug/mLalAl 500 ug/mL
2) Protein and assay-dependent
11. Kinetics Affinity range @ 0.1 uM-0.1 nM ®=+& 10 mM - 0.01 nM
D. Remarks : A% @ A2 &dA AHgAte] AA Aho] Fn|E FAstaL, Fuld oidt w&E T
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